64 

SEQUENCE LISTING 

SEP IDNO:l 

human CNG2B amino acid sequence 

5 MS QDTKVKTTE S S P PAP S KARKLLP VLD P S GD Y YYWWLNTMVF PVMYNL 1 1 L VCRAC FPDLQHGYL. VAWLVL 
DYTSDLLYLLDMWRFHTGFLEQGILWDKGRISSRYVRTWSFFDDLASLMPTDWYVRLGPHTPTLRIiNRF 
LRAPRLFEAFDRTETRTAYPNAFRIAKLMLYIFWIHWNSCLYFALSRYLGFGRDAWVYPDPAQPGFERLRR 
QYLYSFYFSTLILTTVGDTPPPAREEEYLFMVGDFLLAVMGFATIMGSMSSVIYNMNTADAAFYPDHALVKK 
YMKLQHVNRKLERRVIDWYQHLQINKKMTNEVAILQHLPERLRAEVAVSVHLSTLSRVQIFQNCEASLLEEL 
10 VLKLQPQTYSPGEYVCRKGDIGQEMYIIREGQLAWADDGITQYAVLGAGLYFGEISIINIKGNMSGNRRTA 
NIKSLGYSDLFCLSKEDLREVLSEYPQAQTIMEEKGREILLKMNKLDVNAEAAEIALQEATESRLRGLDQQL 
DDLQTKFARLLAELESSALKIAYRIERLEWQTREWPMPEDLAEADDEGEPEEGTSKDEEGRASQEGPPGPE 



SEP ID NO: 2 

1 5 complete human CNG2B nucleotide sequence 

AGAGGGGAGGAGGAAAACAGAGACAAGACTCAGGCTTCCCTCTGAGGCATGCACCCCCACCTTCTCCAGGGA 
TCTCATTAGAGGTGTTTAGCTGGGCAGGTGTAAGCCCAGGCCCTGGGAGACAGGGCAGAGTGCTAGAGCTAG 
ACTGTCTCCACCCCTTCAGTAGCGCTAGCTCTGGTTGTGTTGCTAAGAGCCCCAAAGACAAAGAAGTCACAG 

20 CAGAAGCCCAACAGCAGCCTCCTTCAGACAGTCAGGCACTAGTGCCCAACTCCAGAAGTCCCCTACAGGCAG 
AGAGGGTGTGGACATCTCACACCCCAGCACCAGACCACAGAAGCATGAGCCAGGACACCAAAGTGAAGACAA 
CAGAGTCCAGTCCCCCAGCCCCATCCAAGGCCAGGAAGTTGCTGCCTGTCCTGGACCCATCTGGGGATTACT 
ACTACTGGTGGCTGAACACAATGGTCTTCCCAGTCATGTATAACCTCATCATCCTCGTGTGCAGAGCCTGCT 
TCCCCGACTTGCAGCACGGTTATCTGGTGGCCTGGTTGGTGCTGGACTACACGAGTGACCTGCTATACCTAC 

25 TAGACATGGTGGTGCGCTTCCACACAGGATTCTTGGAACAGGGCATCCTGGTGGTGGACAAGGGTAGGATCT 
CGAGTCGCTACGTTCGCACCTGGAGTTTCTTCTTGGACCTGGCTTCCCTGATGCCCACAGATGTGGTCTACG 
TGCGGCTGGGCCCGCACACACCCACCCTGAGGCTGAACCGCTTTCTCCGCGCGCCCCGCCTCTTCGAGGCCT 
TCGACCGCACAGAGACCCGCACAGCTTACCCAAATGCCTTTCGCATTGCCAAGCTGATGCTTTACATTTTTG 
TCGTCATCCATTGGAACAGCTGCCTATACTTTGCCCTATCCCGGTACCTGGGCTTCGGGCGTGACGCATGGG 

30 TGTACCCGGACCCCGCGCAGCCTGGCTTTGAGCGCCTGCGGCGCCAGTACCTCTATAGCTTTTACTTCTCCA 
CGCTGATACTGACTACAGTGGGCGATACACCGCCGCCAGCCAGGGAAGAAGAGTACCTCTTCATGGTGGGCG 
ACTTCCTGCTGGCCGTCATGGGTTTCGCCACCATCATGGGTAGCATGAGCTCTGTCATCTACAACATGAACA 
CTGCAGATGCGGCTTTCTACCCAGATCATGCACTGGTGAAGAAGTACATGAAGCTGCAGCACGTCAACCGCA 
AGCTGGAGCGGCGAGTTATTGACTGGTATCAGCACCTGCAGATCAACAAGAAGATGACCAACGAGGTAGCCA 

35 TCTTACAGCACTTGCCTGAGCGGCTGCGGGCAGAAGTGGCTGTGTCTGTGCACCTGTCCACTCTGAGCCGGG 
TGCAGATCTTTCAGAACTGTGAGGCCAGCCTGCTGGAGGAGCTGGTGCTGAAGCTGCAGCCCCAGACCTACT 
CACCAGGTGAATATGTATGCCGCAAAGGAGACATTGGCCAAGAGATGTACATCATCCGAGAGGGTCAACTGG 
CCGTGGTGGCAGATGATGGTATCACACAGTATGCTGTGCTCGGTGCAGGGCTCTACTTTGGGGAGATCAGCA 
TCATCAACATCAAAGGGAACATGTCTGGGAACCGCCGCACAGCCAACATCAAGAGCCTAGGTTATTCAGACC 
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TATTCTGCCTGAGCAAGGAGGACCTGCGGGAGGTGCTGAGCGAGTATCCACAAGCACAGACCATCATGGAGG 
AGAAAGGACGTGAGATCCTGCTGAAAATGAACAAGTTGGACGTGAATGCTGAGGCAGCTGAGATCGCCCTGC 
AGGAGGCCACAGAGTCCCGGCTACGAGGCCTAGACCAGCAGCTGGATGATCTACAGACCAAGTTTGCTCGCC 
TCCTGGCTGAGCTGGAGTCCAGCGCACTTAAGATTGCTTACCGCATTGAACGGCTGGAGTGGCAGACTCGAG 
AGTGGCCAATGCCCGAGGACCTGGCTGAGGCTGATGACGAGGGTGAGCCTGAGGAGGGAACTTCCAAAGATG 
AAGAGGGCAGGGCCAGCCAGGAGGGACCCCCAGGTCCAGAGTGACCCCATCCCCATCCCCAGGATTCCCACC 
TCCTAGTGAATCCAGAGTTGTAGTAAAGCCTAACTGCTGCAACTCTGTCATCCTGTCTGCGAGATCACAGAC 
ACAGGAGCGAATTGGTCTGTAGATGCCCAGCTAGAGATATAGGAGTTTAACGCACATTCAGCCCCCACTTAC 
CAGTACACACACACACACACACACACACACATTTGCTCATAGACCTGTTGGCCCCAAGACTGTGCATTCCAT 
CTAA 

SEP ID NQ:3 

human CNG2B coding sequence 

ATGAGCCAGGACACCAAAGTGAAGACAACAGAGTCCAGTCCCCCAGCCCCATCCAAGGCCAGGAAGTTGCTG 
CCTGTCCTGGACCCATCTGGGGATTACTACTACTGGTGGCTGAACACAATGGTCTTCCCAGTCATGTATAAC 
CTCATCATCCTCGTGTGCAGAGCCTGCTTCCCCGACTTGCAGCACGGTTATCTGGTGGCCTGGTTGGTGCTG 
GACTACACGAGTGACCTGCTATACCTACTAGACATGGTGGTGCGCTTCCACACAGGATTCTTGGAACAGGGC 
ATCCTGGTGGTGGACAAGGGTAGGATCTCGAGTCGCTACGTTCGCACCTGGAGTTTCTTCTTGGACCTGGCT 
TCCCTGATGCCCACAGATGTGGTCTACGTGCGGCTGGGCCCGCACACACCCACCCTGAGGCTGAACCGCTTT 
CTCCGCGCGCCCCGCCTCTTCGAGGCCTTCGACCGCACAGAGACCCGCACAGCTTACCCAAATGCCTTTCGC 
ATTGCCAAGCTGATGCTTTACATTTTTGTCGTCATCCATTGGAACAGCTGCCTATACTTTGCCCTATCCCGG 
TACCTGGGCTTCGGGCGTGACGCATGGGTGTACCCGGACCCCGCGCAGCCTGGCTTTGAGCGCCTGCGGCGC 
CAGTACCTCTATAGCTTTTACTTCTCCACGCTGATACTGACTACAGTGGGCGATACACCGCCGCCAGCCAGG 
GAAGAAGAGTACCTCTTCATGGTGGGCGACTTCCTGCTGGCCGTCATGGGTTTCGCCACCATCATGGGTAGC 
ATGAGCTCTGTCATCTACAACATGAACACTGCAGATGCGGCTTTCTACCCAGATCATGCACTGGTGAAGAAG 
TACATGAAGCTGCAGCACGTCAACCGCAAGCTGGAGCGGCGAGTTATTGACTGGTATCAGCACCTGCAGATC 
AACAAGAAGATGACCAACGAGGTAGCCATCTTACAGCACTTGCCTGAGCGGCTGCGGGCAGAAGTGGCTGTG 
TCTGTGCACCTGTCCACTCTGAGCCGGGTGCAGATCTTTCAGAACTGTGAGGCCAGCCTGCTGGAGGAGCTG 
GTGCTGAAGCTGCAGCCCCAGACCTACTCACCAGGTGAATATGTATGCCGCAAAGGAGACATTGGCCAAGAG 
ATGTACATCATCCGAGAGGGTCAACTGGCCGTGGTGGCAGATGATGGTATCACACAGTATGCTGTGCTCGGT 
GCAGGGCTCTACTTTGGGGAGATCAGCATCATCAACATCAAAGGGAACATGTCTGGGAACCGCCGCACAGCC 
AACATCAAGAGCCTAGGTTATTCAGACCTATTCTGCCTGAGCAAGGAGGACCTGCGGGAGGTGCTGAGCGAG 
TATCCACAAGCACAGACCATCATGGAGGAGAAAGGACGTGAGATCCTGCTGAAAATGAACAAGTTGGACGTG 
AATGCTGAGGCAGCTGAGATCGCCCTGCAGGAGGCCACAGAGTCCCGGCTACGAGGCCTAGACCAGCAGCTG 
GATGATCTACAGACCAAGTTTGCTCGCCTCCTGGCTGAGCTGGAGTCCAGCGCACTTAAGATTGCTTACCGC 
ATTGAACGGCTGGAGTGGCAGACTCGAGAGTGGCCAATGCCCGAGGACCTGGCTGAGGCTGATGACGAGGGT 
GAGCCTGAGGAGGGAACTTCCAAAGATGAAGAGGGCAGGGCCAGCCAGGAGGGACCCCCAGGTCCAGAGTGA 



SEP ID NO:4 

(sense strand primer) 
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GCAGATCTTTCAGAACTGTGAGGCCA 

SEP ID NO:5 

Oligo 2 (antisense strand primer) 

CCTGCCCTCTTCATCTTTGGAAGTTC 

SEP ID NP:6 

Oligo 3 (sense strand primer) 

GCCAACATCAAGAGCCTAGGTTATTC 

SEP ID NP:7 

Oligo 4 nested gene specific oligo (sense strand primer) 

GGATGATCTACAGACCAAGTTTGCTCG 

SEP ID NP:8 

(sense strand primer) 

ATGAGCCAGGACACCAAAGTGAAGAC 

SEP ID NP:9 

Oligo 6 (antisense primer specific to human CNG2B 

GTTGATGATGCTGATCTCCCCAAAG 

SEP ID NP:10 

Oligo 7 (CNG2B-specific antisense strand primer) 

GGATG ATGAGGT T ATAC ATGACTGGG 



67 



SEP ID NO:ll 

Oligo 8 (nested CNG2B-specific antisense strand primer) 

5 AGGCTAGCAACTTCCTGGCCTTGGAT 

SEP ID NO:12 

Oligo 9 (sense strand primer) 

1 0 GCGAAAGCTTCCACCATGAGCCAGGACACC AAAGTG 

SEP ID NP:13 

Oligo 10 (antisense strand primer) 

1 5 CATGTCTAGAATGGGGATGGGGTCACTCTGGACCT 

SEP ID NP:14 

Oligo 1 (sense strand primer) 

20 GCAGATCTTCCAGAACTGTAAGGCCA 
SEP ID NP:15 

Oligo 5 (degenerate sense strand primer) 



25 



ATGAGCCAGGACGGNAARGTNAARAC 



